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Exonic splicing signals impose constraints upon the evolution of enzymatic activity.  // Nucleic acids research, 42 (2014), 9;  5790-5798 doi:10.1093/nar/gku240 (međunarodna recenzija, članak, znanstveni)
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Flemr, Matyas; Malik, Radek; Franke, Vedran; Nejepinska, Jana; Sedlacek, Radislav; Vlahoviček, Kristian; Svoboda, Petr
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Šegota, Igor; Bartoniček, Nenad; Vlahoviček, Kristian
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Pinto, Sofia; Tica, Jelena; Vlahoviček, Kristian
Computational Analysis of Plasma Glycome and Genotypes.  // EMBO YIP PhD Course, Spotlights on Current Biology / Gerlind Wallon (ur.).
Heidelberg, Njemačka, 2011. (predavanje, sažetak, znanstveni)
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Demosponge EST Sequencing Reveals a Complex Genetic Toolkit of the Simplest Metazoans.  // Comparative Genomics of Eukaryotic Microorganisms
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Pinto, Sofia; Stojanović, Ozren, Vlahoviček, Kristian
Computational analysis of exonic splicing enhancers.  // Book of Abstracts of the 10th Congress of the Croatian Society of Biochemistry and Molecular Biology with international participation "The secret life of biomolecules", HDBMB2010 / Kovarik, Zrinka ; Varlje, Jadranka (ur.).
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Translational optimization and functional adaptation across microbial communities.  // Book of Abstracts of the 10th Congress of the Croatian Society of Biochemistry and Molecular Biology with international participation "The secret life of biomolecules", HDBMB2010 / Kovarik, Zrinka ; Varlje, Jadranka (ur.).
Rijeka: Hrvatsko Društvo za Biotehnologiju, 2010. str. 153-153 (poster, međunarodna recenzija, sažetak, znanstveni)

Kokan, Tina; Vlahoviček, Kristian
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Zagreb, 2009. str. 64-64 (poster, sažetak, znanstveni)

Pinto, Sofia; Stojanović, Ozren; Vlahoviček, Kristian
Computational Analysis of Exonic Splicing Regulators.  // The 3rd Adriatic Meeting on Computational Solutions in Life Sciences : book of abstracts / Babić, Darko et al. (ur.).
Zagreb: Institute of Computational Life Sciences (ICLS), 2009. (poster, sažetak, znanstveni)

Lucić, Vedran; Roller Milošević, Maša; Perica, Tina; Vlahoviček, Kristian
Codon usage at the level of microbial communities.  // Acta Microbiol Immunol Hun / Nagy, Karoly ; Marialigeti, Karoly (ur.).
Budimpešta: Akadémiai Kiadó, 2009. (plenarno, međunarodna recenzija, sažetak, znanstveni)

Kokan, Tina; Karlić, Rosa; Vlahoviček, Kristian
Flexibility profiling of gene transcription start and end sites on human and fruit fly DNA.  // 50 godina molekularne biologije u Hrvatskoj
Zagreb, Hrvatska, 2008. (poster, sažetak, znanstveni)

Lucić, Vedran; Perica, Tina; Vlahoviček, Kristian
Codon usage bias in metagenomes.  // EMBO YIP PhD Course, Spotlights on Current Biology / Gerlind Wallon (ur.).
Heidelberg, 2008. str. 11-11 (predavanje, sažetak, znanstveni)

Kokan, Tina; Vlahoviček, Kristian
Computational analysis of the location of highly curved DNA regions in human genome.  // The 2nd Opatija meeting On Computational Solutions in the Life Sciences / Babić, Darko ; Došlić, Nađa ; Smith, David ; Tomić, Sanja ; Vlahoviček, Kristian (ur.).
Zagreb: Institute of Computational Life Sciences (ICLS), 2007. (poster, sažetak, znanstveni)


[bookmark: _Toc8]Druga sudjelovanja na skupovima


Harcet, Matija; Roller, Maša; Ćetković, Helena; Perina, Dragutin; Wiens, Matthias; Müller, Werner E.G.; Vlahoviček, Kristian
Demosponge EST sequencing reveals a complex genetic toolkit of the simplest metazoans.  // EMBO Bioinformatics & Comparative Genome Analyses
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Pinto, Sofia; Vlahoviček, Kristian
Data Classification Based on Machine Learning.  // EMBO YIP PhD Course 2011, Spotlights on Current Biology
Heidelberg, Njemačka, 2011. (poster, neobjavljeni rad, znanstveni)

Pinto, Sofia; Tica, Jelena; Vlahoviček, Kristian
Advanced computing can identify people with specific glyco-phenotypes.  // Glycomics meets genomics - novel strategies in combining omics approaches
Dubrovnik, Hrvatska, 2010. (pozvano predavanje, neobjavljeni rad, znanstveni)

Karlić, Rosa; Chung, Ho-Ryun; Lasserre, Julia; Vlahoviček, Kristian; Vingron, Martin.
Histone modification levels are predictive of gene expression.  // IRI chromatin days : Chromatin Remodeling
Lille, Francuska, 2010. (pozvano predavanje, neobjavljeni rad, znanstveni)

Karlić, Rosa; Chung, Ho-Ryun; Lasserre, Julia; Vlahoviček, Kristian; Vingron, Martin.
Histone modification levels are predictive for gene expression.  // 18th Annual International Conference Intelligent Systems for Molecular Biology
Boston (MA), Sjedinjene Američke Države, 2010. (predavanje, međunarodna recenzija, neobjavljeni rad, znanstveni)

Kokan, Tina; Vlahoviček, Kristian
Structure-function relationship between flexibility and transcription initiation and termination in human and fruit fly DNA.  // EMBO Young Scientists Forum
Zagreb, Hrvatska, 2009. (poster, neobjavljeni rad, znanstveni)

Lucić, Vedran; Perica, Tina; Roller Milošević, Maša; Vlahoviček, Kristian
Codon usage bias in metagenomes.  // EMBO Young Scientists Forum
Zagreb, Hrvatska, 2009. (poster, neobjavljeni rad, znanstveni)

Kokan, Tina; Vlahoviček, Kristian
Structure-function relationship between flexibility and transcription initiation and termination in human and fruit fly DNA.  // EMBO YIP PhD Course 2009
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Computational Analysis of Exonic Splicing Regulators.  // EMBO Young Scientists Forum
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Karlić, Rosa; Chung, Ho-Ryun; Lasserre, Julia; Vlahoviček, Kristian; Vingron, Martin
Towards a histone code for transcription..  // RECOMB Regulatory Genomics and Systems Biology
Boston (MA), Sjedinjene Američke Države, 2009. (poster, međunarodna recenzija, sažetak, znanstveni)
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Histone modifications and transcriptional regulation.  // 16th Annual International Conference Intelligent Systems for Molecular Biology
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Lucić, Vedran; Perica, Tina; Roller Milošević, Maša; Vlahoviček, Kristian
Codon usage bias in metagenomes.  // 50 godina molekularne biologije u Hrvatskoj
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Computational analysis of exonic splicing regulators., 2008., diplomski rad, Prirodoslovno-matematički fakultet, Zagreb
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Sumić, Sara
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