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Gerić, Marko; Matković, Katarina; Gajski, Goran; Rumbak, Ivana; Štancl, Paula; Karlić, Rosa; Bituh, Martina
Adherence to Mediterranean Diet in Croatia: Lessons Learned Today for a Brighter Tomorrow.  // Nutrients, 14 (2022), 18; 3725, 14 doi:10.3390/nu14183725 (međunarodna recenzija, članak, znanstveni)

Štancl, Paula; Hamel, Nancy; Sigel, Keith M.; Foulkes, William D.; Karlić, Rosa; Polak, Paz
The Great Majority of Homologous Recombination Repair-Deficient Tumors Are Accounted for by Established Causes.  // Frontiers in Genetics, 13 (2022), 852159, 9 doi:10.3389/fgene.2022.852159 (međunarodna recenzija, članak, znanstveni)

Rogic, Anita; Pant, Ila; Grumolato, Luca; Fernandez-Rodriguez, Ruben; Edwards, Andrew; Das, Suvendu; Sun, Aaron; Yao, Shen; Qiao, Rui; Jaffer, Shabnam et al.
High endogenous CCL2 expression promotes the aggressive phenotype of human inflammatory breast cancer.  // Nature Communications, 12 (2021), 1;  1-17 doi:10.1038/s41467-021-27108-8 (međunarodna recenzija, članak, znanstveni)

(The ICGC/TCGA Pan-Cancer Analysis of Whole Genomes Consortium) Li, Constance H.; PCAWG Tumour Subtypes and Clinical Translation; Prokopec, Stephenie D.; Sun, Ren X.; Yousif, Fouad; Schmitz, Nathaniel; Boutros, Paul C.; PCAWG Consortium
Sex differences in oncogenic mutational processes.  // Nature communications, 11 (2020), 1;  1-24 doi:10.1038/s41467-020-17359-2 (međunarodna recenzija, članak, znanstveni)

(The ICGC/TCGA Pan-Cancer Analysis of Whole Genomes Consortium) Bailey, Matthew H.; MC3 Working Group; Meyerson, William U.; Dursi, Lewis Jonathan; Wang, Liang- Bo; Dong, Guanlan; Liang, Wen-Wei; Weerasinghe, Amila; Li, Shantao; Li, Yize et al.
Retrospective evaluation of whole exome and genome mutation calls in 746 cancer samples.  // Nature communications, 11 (2020), 1;  1-27 doi:10.1038/s41467-020-18151-y (međunarodna recenzija, članak, znanstveni)

(The ICGC/TCGA Pan-Cancer Analysis of Whole Genomes Consortium) The ICGC/TCGA Pan-Cancer Analysis of Whole Genomes Consortium
Pan-cancer analysis of whole genomes.  // Nature, 578 (2020), 7793;  82-93 doi:10.1038/s41586-020-1969-6 (međunarodna recenzija, članak, znanstveni)

Ha, Kyungsik; Fujita, Masashi; Karlić, Rosa; Yang, Sungmin; Xue, Ruidong; Zhang, Chong; Bai, Fan; Zhang, Ning; Hoshida, Yujin; Polak, Paz et al.
Somatic mutation landscape reveals differential variability of cell-of-origin for primary liver cancer.  // Heliyon, 6 (2020), 2;  1-9 doi:10.1016/j.heliyon.2020.e03350 (međunarodna recenzija, članak, znanstveni)

Jiao, Wei; Atwal, Gurnit; Polak, Paz; Karlic, Rosa; Cuppen, Edwin; PCAWG Tumor Subtypes and Clinical Translation Working Group; Danyi, Alexandra; de Ridder, Jeroen; van Herpen, Carla; Lolkema, Martijn P. et al.
A deep learning system accurately classifies primary and metastatic cancers using passenger mutation patterns.  // Nature communications, 11 (2020), 1;  1-12 doi:10.1038/s41467-019-13825-8 (međunarodna recenzija, članak, znanstveni)

(PCAWG Transcriptome Core Group) Calabrese, Claudia; (...); Karlić, Rosa; (...); von Mering, Christian; PCAWG Transcriptome Working Group; PCAWG Consortium
Genomic basis for RNA alterations in cancer.  // Nature, 578 (2020), 7793;  129-136 doi:10.1038/s41586-020-1970-0 (međunarodna recenzija, članak, znanstveni)

Wardell, Christopher P.; Fujita, Masashi; Yamada, Toru; Simbolo, Michele; Fassan, Matteo; Karlić, Rosa; Polak, Paz; Kim, Jaegil; Hatanaka, Yutaka; Maejima, Kazuhiro et al.
Genomic characterization of biliary tract cancers identifies driver genes and predisposing mutations.  // Journal of hepatology, 68 (2018), 5;  959-969 doi:10.1016/j.jhep.2018.01.009 (međunarodna recenzija, članak, znanstveni)

Maruvka, Yosef E; Mouw, Kent W; Karlic, Rosa; Parasuraman, Prasanna; Kamburov, Atanas; Polak, Paz; Haradhvala, Nicholas J; Hess, Julian M; Rheinbay, Esther; Brody, Yehuda et al.
Analysis of somatic microsatellite indels identifies driver events in human tumors.  // Nature biotechnology, 35 (2017), 10;  951-959 doi:10.1038/nbt.3966 (međunarodna recenzija, članak, znanstveni)

Karlić, Rosa; Ganesh, Sravya; Franke, Vedran; Svobodova, Eliska; Urbanova, Jana; Suzuki, Yutaka; Aoki, Fugaku; Vlahoviček, Kristian; Svoboda, Petr
Long non-coding RNA exchange during the oocyte-to-embryo transition in mice.  // Dna research, 24 (2017), 2;  129-141 doi:10.1093/dnares/dsw058 (međunarodna recenzija, članak, znanstveni)

Franke, Vedran; Ganesh, Sravya; Karlić, Rosa; Malik, Radek; Pasulka, Josef; Horvat, Filip; Kuzman, Maja; Fulka, Helena; Cernohorska, Marketa; Urbanova, Jana et al.
Long terminal repeats power evolution of genes and gene expression programs in mammalian oocytes and zygotes.  // Genome research, 27 (2017), 8;  1384-1394 doi:10.1101/gr.216150.116 (međunarodna recenzija, članak, znanstveni)

Polak, Paz; Kim, Jaegil; Braunstein, Lior Z; Karlic, Rosa; Haradhavala, Nicholas J; Tiao, Grace; Rosebrock, Daniel; Livitz, Dimitri; Kubler, Kirsten; Mouw, Kent W et al.
A mutational signature reveals alterations underlying deficient homologous recombination repair in breast cancer.  // Nature genetics, 49 (2017), 10;  1476-1486 (međunarodna recenzija, članak, znanstveni)

(Roadmap Epigenomics Consortium) Kundaje, Anshul; Meuleman, Wouter; Ernst, Jason; Bilenky, Misha; Yen, Angela; Heravi-Moussavi, Alireza; Kheradpour, Pouya; Zhang, Zhizhuo; Wang, Jianrong; Ziller, Michael J. et al.
Integrative Analysis of 111 Reference Human Epigenomes.  // Nature, 518 (2015), 7539;  317-330 doi:10.1038/nature14248 (međunarodna recenzija, članak, znanstveni)

Polak, Paz; Karlić, Rosa; Koren, Amnon; Thurman, Robert; Sandstrom, Richard; Lawrence, Michael S.; Reynolds, Alex; Rynes, Eric; Vlahoviček, Kristian; Stamatoyannopoulos, John A.; Sunyaev, Shamil R.
Cell-of-origin chromatin organization shapes the mutational landscape of cancer.  // Nature, 518 (2015), 7539;  360-364 doi:10.1038/nature14221 (međunarodna recenzija, članak, znanstveni)

Koren, Amnon; Handsaker, Robert E.; Kamitaki, Nolan; Karlić, Rosa; Ghosh, Sulagna; Polak, Paz; Eggan, Kevin; McCarroll, Steven A.
Genetic variation in human DNA replication timing.  // Cell, 159 (2014), 5;  1015-1026 doi:10.1016/j.cell.2014.10.025 (međunarodna recenzija, članak, znanstveni)

Karlić, Rosa; Chung, Ho-Ryun; Lasserre, Julia; Vlahoviček, Kristian; Vingron, Martin
Histone modification levels are predictive for gene expression.  // Proceedings of the National Academy of Sciences of the United States of America, 107 (2010), 7;  2926-2931 doi:10.1073/pnas.0909344107 (međunarodna recenzija, članak, znanstveni)
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Hughley, Raymond; Karlic, Rosa; Joshi, Himanshu; Turnbull, Clare; Foulkes, William D.; Polak, Paz
Etiologic Index — A Case-Only Measure of BRCA1/2–Associated Cancer Risk.  // New England Journal of Medicine, 383 (2020), 3;  286-288 doi:10.1056/nejmc1913988 (međunarodna recenzija, pismo uredniku, znanstveni)

Maruvka, Yosef E.; Mouw, Kent W.; Karlic, Rosa; Parasuraman, Rasanna; Kamburov, Atanas; Polak, Paz; Haradhvala, Nicholas J.; Hess, Julian M.; Rheinbay, Esther; Brody, Yehuda et al.
Abstract LB-280: The landscape of somatic microsatellite indels across cancer: detection and identification of driver events.  // Cancer Research, 77 (2017), 13 Supplement; LB-280, 1 doi:10.1158/1538-7445.am2017-lb-280 (međunarodna recenzija, ostalo, znanstveni)
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[bookmark: _Toc7]Sažeci u zbornicima i časopisima


Štancl, Paula; Karlić, Rosa
Prediction of Cell-of-Origin of Cancers Using Gene Mutation Profiles.  // “HDIR-6: Targeting Cancer” The 6th Meeting of the Croatian Association for Cancer Research with International Participation – Book of Abstracts / Ozretić, Petar (ur.).
Zagreb: Croatian Association for Cancer Research, Zagreb, Croatia, 2022. str. 49-49 (poster, sažetak, znanstveni)

Štancl, Paula; Karlić, Rosa; Polak, Paz
APOBEC mutational signature affects prediction of cell of origin in different molecular groups of breast cancer.  // PhD student symposium 2021 / Barišić, Dajana (ur.).
Zagreb, Hrvatska, 2021. str. 249-250 (poster, podatak o recenziji nije dostupan, sažetak, znanstveni)

Karlić, Rosa
Exploring the epigenomic context of mutational processes.  // Advances in Biomedical Research IV Book of Abstracts
Split, Croatia, 2021. str. 34-34 (pozvano predavanje, podatak o recenziji nije dostupan, sažetak, znanstveni)

Štancl, Paula; Foulkes, William D.; Polak, Paz; Karlić, Rosa
Detecting homologous recombination deficiency in tumors using machine-learning algorithms.  // Systems approaches in cancer: System Book of abstracts / Štagljar, Igor ; Polychronidou, Maria ; Klingmüller, Ursula (ur.).
Split - Croatia: MedILS - Mediterranean institute for life sciences, 2021. str. 26-26 (predavanje, međunarodna recenzija, sažetak, znanstveni)

Kubler, Kirsten; Karlic, Rosa; Haradhvala, Nicholas J.; Ha, Kyungsik; Kim, Jaegil; Kuzman, Maja; Jiao, Wei; Gakkhar, Sitanshu; Mouw, Kent W.; Braunstein, Lior Z. et al.
Abstract 2727: The premalignant state captured in the landscape of somatic mutations can reveal the cancer cell-of-origin.  // Proceedings: AACR Annual Meeting 2019 ; Cancer Res 2019 ; 79(13 Suppl)
Atlanta (GA), Sjedinjene Američke Države: American Association for Cancer Research, 2019. 2727, 1 doi:10.1158/1538-7445.am2019-2727 (poster, međunarodna recenzija, sažetak, znanstveni)

Polak, Paz; Karlic, Rosa; Kubler, Kirsten; Foulkes, William D.; Getz, Gad
The mutation landscape of cancers serves as a record of early malignant transformation.  // Proceedings of the American Association for Cancer Research AACR Annual Meeting 2018 ; Cancer Res 2018 ; 78(13 Suppl)
Chicago (IL), Sjedinjene Američke Države: American Association for Cancer Research, 2018. str. 3304-3304 (poster, međunarodna recenzija, sažetak, znanstveni)

Kübler, Kirsten; Karlic, Rosa; Ellisen, Leif W; Foulkes, William D; Polak, Paz; Getz, Gad
The cell subtype of origin and not the tumor-promoting event is critical for the formation of breast cancer subtypes.  // Geburtshilfe und Frauenheilkunde 78(10)
Berlin, Njemačka: Georg Thieme Verlag, 2018. str. 244-244 doi:10.1055/s-0038-1671500 (poster, međunarodna recenzija, sažetak, znanstveni)

Karlić, Rosa; Kübler, Kirsten, Foulkes, William D; Polak, Paz; Getz, Gad
The Mutational Landscapes of Cancers Serve as Records of Early Malignant Transformation.  // Libri Oncologici : Croatian Journal of Oncology, Translating Science of Medicine - Targets and Therapeutics - Fifth Meeting of the Croatian Association for Cancer Research with International Participation / Ozretić, Petar ; Levanat, Sonja (ur.).
Zagreb: Klinika za tumore, Klinički bolnički centar Sestre milosrdnice, Ilica 197, 10 000 Zagreb, 2018. str. 11-11 (pozvano predavanje, recenziran, sažetak, znanstveni)

Ganesh , Sravya; Karlic, Rosa; Franke, Vedran; Svobodova, Eliska; Urbanova, Jana; Suzuki, Yutaka; Aoki, Fugaku; Vlahovicek, Kristian; Svoboda, Petr
Long Non-coding RNAs in Oocyte and Oocyte-to-Zygote Transition.  // RNA 2017, The 22nd Annual Meeting of the RNA Society, PROGRAM & ABSTRACTS / Barta, Andrea ; Green, Rachel ; Lima, Christopher ; Micura, Ron ; Svoboda, Petr ; Tomari, Yukihide (ur.).
Prag, 2017. str. 127-127 (predavanje, međunarodna recenzija, sažetak, znanstveni)

Loubalová, Zuzana; Urbanová, Jana; Malík, Radek; Chalupníková, Katerina; Ryan, Claire; Ganesh, Sravya; Franke, Vedran; Karlic, Rosa; Vlahovicek, Kristian; Svoboda, Petr
RNA adenylation during oocyte-to-embryo transition in mice.  // RNA 2017, The 22nd Annual Meeting of the RNA Society, PROGRAM & ABSTRACTS / Barta, Andrea ; Green, Rachel ; Lima, Christopher ; Micura, Ron ; Svoboda, Petr ; Tomari, Yukihide (ur.).
Prag, 2017. str. 271-271 (poster, međunarodna recenzija, sažetak, znanstveni)

Karlić, Rosa; Polak, Paz; Koren, Amnon; Thurman, Robert; Sandstrom, Richard; Lawrence, Michael S.; Reynolds, Alex; Rynes, Eric; Vlahoviček, Kristian; Stamatoyannopoulos, John A.; Sunyaev, Shamil R.
Predviđanje ishodišnih stanica raka na temelju organizacije kromatina..  // Zbornik sažetaka, 12. Hrvatski biološki kongres / Klobučar, Göran ; Kopjar, Nevenka ; Gligora Udovič, Marija ; Lukša, Žaklin ; Jelić, Dušan (ur.).
Zagreb, 2015. str. 130-131 (predavanje, podatak o recenziji nije dostupan, sažetak, znanstveni)

Kokan, Tina; Karlić, Rosa; Vlahoviček, Kristian
Flexibility profiling of gene transcription start and end sites on human and fruit fly DNA.  // 50 godina molekularne biologije u Hrvatskoj
Zagreb, Hrvatska, 2008. (poster, sažetak, znanstveni)


[bookmark: _Toc8]Druga sudjelovanja na skupovima


Mutetwa, Tinaye; Karlić, Rosa; Houldsworth, Jane; Bowcock M., Anne; Gaisa M., Michael; Liu, Yuxin; Polak, Paz; Sigel, Kieth
Chromosomal copy number alterations in anal precancers from people with HIV.  // CROI 2021, Conference on Retroviruses and Opportunistic Infections
online; konferencija, 2021. (predavanje, međunarodna recenzija, pp prezentacija, znanstveni)

Kuzman, Maja; Terkper Ahuno, Samuel; Nogiec, Christopher; Vlahoviček, Kristian; Polak, Paz; Karlić, Rosa
Cell-type deconvolution from cell-free DNA fragmentaton patterns.  // Liquid Biopsies
Virtual Event, Worldwide, 2020. str. 1-1 (poster, međunarodna recenzija, sažetak, ostalo)

Karlić, Rosa
Introduction to Galaxy.  // MedILS school of bioinformatics for Postdocs and PhD students
Split, Hrvatska, 2020. (radionica, neobjavljeni rad, znanstveni)

Karlić, Rosa
Od bioinformatike do personalizirane medicine.  // 4. Simpozij studenata doktorskih studija PMF-a = 4th Faculty of Science PhD Student Symposium
Zagreb, Hrvatska, 2020. (pozvano predavanje, neobjavljeni rad, znanstveni)

Karlić, Rosa
Mutational Landscapes of Cancer Genomes Serve as Records of Early Malignant Transformation.  // NGS School 2019: Machine Learning for Biomedicine
Białobrzegi, Poljska, 2019. (pozvano predavanje, neobjavljeni rad, znanstveni)

Jiao, Wei; Atwal, Gurnit; Polak, Paz; Karlic, Rosa; Cuppen, Edwin; Danyi, Alexandra; de Ridder, Jeoren; van Herpen, Carla; Lolkema, Martijm; Steeghs, Neeltje et al.
A deep learning system can accurately classify primary and metastatic cancers based on patterns of passenger mutations.  // ISMB/ECCB 2019
Basel, Švicarska, 2019. (poster, međunarodna recenzija, neobjavljeni rad, znanstveni)

Karlić, Rosa
Od bioinformatike do personalizirane medicine.  // SRCE Dani E-infrastrukture
Zagreb, Hrvatska, 2019. (pozvano predavanje, neobjavljeni rad, znanstveni)

Karlić, Rosa
Tree-based methods.  // NGS School 2019: Machine Learning for Biomedicine
Białobrzegi, Poljska, 2019. (radionica, neobjavljeni rad, stručni)

Karlić, Rosa
Prediction of cancer cell-of-origin.  // OBRAD konferencija
Zagreb, Hrvatska, 2016. (pozvano predavanje, neobjavljeni rad, ostalo)

Wardell, Christopher P.; Fujita, Masashi; Yamada, Toru; Simbolo, Michele; Fassan, Matteo; Karlic, Rosa; Polak, Paz; Kim, Jaegil; Hatanaka, Yutaka; Maejima, Kazuhiro et al.
Genomic characterization of biliary tract cancers identifies driver genes and predisposing mutations..  // Pancancer Analysis of Whole Genomes (PCAWG) face-to-face meeting
Barcelona, Španjolska, 2016. (pozvano predavanje, neobjavljeni rad, znanstveni)

Karlić, Rosa
Introduction to ChIP-Seq.  // Radionica "Bioinformatics methods in genomics", Institut Ruđer Bošković
Zagreb, Hrvatska, 2015. (pozvano predavanje, neobjavljeni rad, ostalo)

Polak, Paz; Karlić, Rosa; Koren, Amnon; Thurman, Robert; Sandstrom, Richard; Lawrence, Michael S.; Reynolds, Alex; Rynes, Eric; Vlahoviček, Kristian; Stamatoyannopoulos, John A.; Sunyaev, Shamil R.
Predviđanje ishodišnih stanica raka na temelju organizacije kromatina.  // Dodjela nagrade "Željko Trgovčević", Hrvatsko genetičko društvo
Zagreb, Hrvatska, 2015. (pozvano predavanje, neobjavljeni rad, znanstveni)

Polak, Paz; Karlić, Rosa; Koren, Amnon; Thurman, Robert; Sandstrom, Richard; Lawrence, Michael S.; Reynolds, Alex; Rynes, Eric; Vlahoviček, Kristian; Stamatoyannopoulos, John A.; Sunyaev, Shamil R.
The impact of chromatin on mutation rate.  // American Society of Human Genetics Meeting
San Diego (CA), Sjedinjene Američke Države, 2015. (predavanje, međunarodna recenzija, neobjavljeni rad, znanstveni)

Karlić, Rosa
Big data za bolju medicinu.  // TedX konferencija
Zagreb, Hrvatska, 2015. (pozvano predavanje, neobjavljeni rad, ostalo)

Polak, Paz; Karlić, Rosa; Koren, Amnon; Thurman, Robert; Sandstrom, Richard; Lawrence, Michael S.; Reynolds, Alex; Rynes, Eric; Vlahoviček, Kristian; Stamatoyannopoulos, John A.; Sunyaev, Shamil R.
Cell type of origin chromatin organization shapes the mutational landscape of cancer.  // IntegraLife Workshop
Split, Hrvatska, 2014. (predavanje, podatak o recenziji nije dostupan, neobjavljeni rad, znanstveni)

Polak, Paz; Karlić, Rosa; Koren, Amnon; Thurman, Robert; Sandstrom, Richard; Reynolds, Alex; Rynes, Eric; Stamatoyannopoulos, John A.; Sunyaev, Shamil R.
Tissue-of-origin chromatin organization shapes the mutational landscape of cancer..  // 63rd Annual Meeting of the American Society of Human Genetics
Boston (MA), Sjedinjene Američke Države, 2013. 3364T, 1 (poster, međunarodna recenzija, sažetak, znanstveni)

Karlić, Rosa; Chung, Ho-Ryun; Lasserre, Julia; Vlahoviček, Kristian; Vingron, Martin.
Histone modification levels are predictive of gene expression.  // IRI chromatin days : Chromatin Remodeling
Lille, Francuska, 2010. (pozvano predavanje, neobjavljeni rad, znanstveni)

Karlić, Rosa; Chung, Ho-Ryun; Lasserre, Julia; Vlahoviček, Kristian; Vingron, Martin.
Histone modification levels are predictive for gene expression.  // 18th Annual International Conference Intelligent Systems for Molecular Biology
Boston (MA), Sjedinjene Američke Države, 2010. (predavanje, međunarodna recenzija, neobjavljeni rad, znanstveni)

Karlić, Rosa; Chung, Ho-Ryun; Lasserre, Julia; Vlahoviček, Kristian; Vingron, Martin
Towards a histone code for transcription..  // RECOMB Regulatory Genomics and Systems Biology
Boston (MA), Sjedinjene Američke Države, 2009. (poster, međunarodna recenzija, sažetak, znanstveni)

Karlić, Rosa; Vlahoviček, Kristian
Računalna klasifikacija obrazaca smatanja proteina.  // 1st MedILS Summer School Structure and Evolution: from Bench to Terminal
Split, Hrvatska, 2006. (poster, neobjavljeni rad, znanstveni)


[bookmark: _Toc9]Prošireni sažeci u zbornicima i časopisima


Korolija, Marina; Karlić, Rosa; Livun, Ana; Belužić, Robert; Tomaić, Vjekoslav; Glavaš, Dunja; Mamić, Antonija; Ledić, Andrea; Vlahoviček, Kristian
COVID-19 pandemic from the forensic standpoint: A platform against future biological threats.  // Proceedings of the American Academy of Forensic Sciences 74th Annual Scientific Conference
Seattle (WA), Sjedinjene Američke Države, 2022. str. 540-540. (https://www.bib.irb.hr:8443/index.php/1198596) (poster, međunarodna recenzija, prošireni sažetak, znanstveni)


[bookmark: _Toc10]Ocjenski radovi
[bookmark: _Toc11]Doktorske disertacije


Karlić, Rosa
Influence of histone modifications on mRNA abundance and structure., 2011., doktorska disertacija, Freie Universitaet, Berlin, Njemačka


[bookmark: _Toc12]Diplomski radovi (uključujući i diplomske radove starog programa)


Dora Zvjerković
Funkcionalna analiza metagenoma bioreaktora s djelomičnom reakcijom nitritacije i anaerobne oksidacije amonijaka., 2022., diplomski rad, diplomski, Prirodoslovno-matematički fakultet, Zagreb

Bakšić, Ivan
Određivanje ishodišne stanice tumora na temelju raspodjele različitih tipova mutacija., 2022., diplomski rad, diplomski, Prirodoslovno-matematički fakultet, Zagreb

Mamić, Antonija
Mitohondrijski genom pacijenata oboljelih od bolesti COVID-19 u Hrvatskoj., 2021., diplomski rad, diplomski, Prirodoslovno-matematički fakultet, Zagreb

Rajković, Klara
Pohrana digitalnih podataka u DNA molekuli., 2021., diplomski rad, preddiplomski, Prirodoslovno-matematički fakultet, Zagreb

Brlić-Kukoleča, Simona
VANSTANIČNA DNA (cfDNA) KAO BIOMARKER ZA RANU DIJAGNOSTIKU TUMORA., 2021., diplomski rad, preddiplomski, Prirodoslovno-matematički fakultet, Zagreb

Matković, Katarina
Poništavanje hepatoprotektivnog učinka D-met-enkefalina komplementarnim peptidom kao model za proučavanje peptidnih interakcija., 2021., diplomski rad, diplomski, Prirodoslovno matematički fakultet, Zagreb

Volarić, Marin
Selection of the most informative genomic regions for the determination of melanoma cell-of-origin using machine learning methods., 2020., diplomski rad, diplomski, Prirodoslovno-matematički fakultet / Biološki odsjek, Zagreb

Ivanković, Ivna
Computational subtyping of mouse breast tumors., 2019., diplomski rad, diplomski, Prirodoslovno-matematički fakultet / Biološki odsjek, Zagreb

Roca Arroyo, Alejandro
Modeling epigenetic mechanisms of alternative splicing., 2017., diplomski rad, preddiplomski, ESCUELA TÉCNICA SUPERIOR DE INGENIERÍA AGRONÓMICA, ALIMENTARIA Y DE BIOSISTEMAS, Madrid, Španjolska

Sambolec, Marija
Metoda molekulske zamjene za određivanje strukture ljudske dioksigenaze 3-hidriksiantranilne kiseline., 2007., diplomski rad, Prirodoslovno-matematički fakultet, Zagreb

Karlić, Rosa
Računalna klasifikacija obrazaca smatanja proteina., 2006., diplomski rad, Prirodoslovno-matematički fakultet, Zagreb
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Karlić, Rosa; Kuzman, Maja
Ljudski genom., 2020. (popularni rad).
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